The Genomics Education Partnership:
Bringing Genomics Research into the Undergraduate
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During COVID...

Abstract

The Genomics Education Partnership (GEP) is a community of practice
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scientific paper), we have created a workflow for submitting gene
annotation papers to the journal microPublication. Because the
databases, tools, and curricula are all accessible online, this research
experience has remained available during the COVID-19 pandemic.

Students annotate genes using appropriate
evidence tracks in a genome browser

... student learning did not suffer
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* Progress to date:

Thriving Gains

Create/Edit
Publication
Documents
Request Co-

10 FE
8 ]
6
4 l
2
0
CC CC

ok
w
|||||||||||||||||||||||||||
—
EEEEEEEEEEEEEEEEEEEEEEEEEEEE
AND MADE IT A PRIORITY FOR My TiVIE I
—
AND EFFORT.
[ ]
.2 | | CLEARLY UNDERSTAND THE PURPOSE OF !
NNNNNNNNNNNNNNNNNNNNNNNNNNN A —
MY GEP RESEARCH PROJECT WAS -
||||||||||| : —_—
NNNNNNNNNNNNNNNNNNNNNNNNN
PROJECT, | ACTIVELY SOUGHT ADVICE AND IR
ASSISTANCE
EEEEEEEEEEEEEEEEEEEEEEEEEE
PROJECT GAVE ME A SENSE OF PERSONAL IR

* Bring a genomics research experience into . puthor: Approval
th & g ] Ul P o 5 models published |
e academic vear curriculum . Send for -
y O 20 S u b m IttEd [ Re\Iew ]_/ Pre-test Post-test PNr(c)er-]t-eCsCt Pl\cl)Z'::cics:t Difference Dli:f(:e:;:icce lFAOC\EEREgﬁ/I;g;NZL%\EE_%;ITISAGA::‘AAYGGE;TO I

Mean Score

* A common platform
o Parallel projects for students
= Facilitates discussion/collaboration
o Technically simple; genome browsers

o 228 In progress

Publish and Send
Info. to NCBI

Current science projects Summary

* Students engage in research, while
learning gene structure and genomics.

* Jointly developed curriculum Pathways Project (Laura Reed):

o Conceptually accessible for students How does network structure influence and

. L reflect the process of evolution? % y * Students publish gene models determined
* Collaborative publication o fi . .
. . . Insulin signaling pathway ' in a collaborative process.
o Individual projects assembled into a *  Looking at genes in 31 Drosophila species || / .
whole for meta-analysis *  Find rate of protein evolution is greatest * GEP projects were used SucceSSfu”y

during remote instruction, allowing
faculty to provide students with a
successful, genuine research experience.

at the “top” of the pathway

* Projects based on online resources can be

* Project will expand to other pathways in
the future

accessible to all institutions under many
adverse conditions (pandemics, adverse
weather, dispersed students, etc.)

Future Directions

Alvarez-Ponce D, et al., 2009

F Element Project (Cindy Arrigo, Chris Ellison, Sarah Elgin): .

How does a heterochromatic environment
impact gene and chromosome evolution?

Community College (CC) students benefit
equally, suggesting more needs to be
done to provide research experiences for
these students.

D. ananassae F element expanded
~20-fold by TE's
* Find large genes, low codon bias
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Potential future projects:
* TSS annotation

* Functional annotation
* Repeat evolution
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Parasitoid Wasps Project (Nate Mortimer):
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Evolution of venom proteins and
signaling pathways
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Interested in joining?
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https://thegep.org/contact
https://thegep.org/contact

